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Background: Antimicrobial resistance (AMR) is primarily found in hospitals and tends to steadily increase for
various reasons. The World Health Organization prioritizes the the ESKAPE bacteria group, which includes Enterococcus
faecium, Staphylococcus aureus, Klebsiella pneumoniae, Acinetobacter baumannii, Pseudomonas aeruginosa,
and Enterobacter spp. These bacteria are commonly found in hospitals for bloodstream infections (BSI), which
can be community-acquired bloodstream infection (CA-BSI) from home or community, or healthcare-associated
bloodstream infections (HA-BSI) from hospitals. At present, there are no studies on community-acquired antimicrobial
resistance compared to that in hospitals. Objective: The purpose of this research was to study the situation of
ESKAPE bacteria antimicrobial resistance organisms identified in HA-BSI and CA-BSI patients, in order to develop
an AMR surveillance system, plan for appropriate treatment, care, and discharge for these patients. Methods: This
retrospective study reviewed medical records of all hospitalized patients with at least one positive blood culture
from recognized pathogens, from January 2018 to December 2019. The medical records were reviewed by infection
control nurses (ICNs) using a standardized case report form. Results: 1,806 sample cases were analyzed, with gram-
negative found in 77.8% of cases, compared to gram-positive bacteria. The ESKAPE bacteria antimicrobial resistance
organisms were K. pneumoniae 40.6% (404/498), S. aureus 32.9% (164/498), and A. baumannii 10.0% (50/498),
respectively. HA-BSI was found to have 18.4% MDR, 38.9% CRE, and 20.0%. VRE CA-BSI excluding POA was found to
have an MDR rate of 6.0% and CRE of 2.8%, while POA in CA-BSI had an MDR rate of 16.7% and CRE rate of 9.1%.
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Conclusion: Antimicrobial resistance is prevalent in both HA-BSI and CA-BSI; thus, it should be managed both in

hospitals and communities, which includes people, animals, food, and agriculture, following the environment for

one health model since there are many factors involved.

Keywords: Healthcare-associated bloodstream infection (HA-BSI), Community-acquired bloodstream infection

(CA-BSI), Antimicrobial resistance (AMR)
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nszuadendiffiieisunmssnululsmetuna < 2 Juufiu
windusngnwslulsmenasinely 14 Sudeunisinwm
Flulsamenunandsii

12. CA-BSI 3573 POA vneds nsinelunseua

BeafiRnanthuniewmu Inewumsiniefiiatuteusnw
flulsamenua < 2 Juugiu

13. CA-BSI 1wz POA vanefls msfnitelunszua
BeafiRnanthuniewmu Inewumsiniefiiatuneusnw
flulsanenua < 2 Julfiuwagnauansnudmlulsmenua
srmelu 14 Fureumsdnwdlulsmeuiandsil

Wa
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a1z POA laisau POA
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. n =229 n =58 n = 1519
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Organisms per % No. of No. of No. of

; isolates isolates isolates
patients % % %

per per per

patients patients patients
Streptococcus spp. 180 10.0 7 3.1 2 3.4 171 11.3
Staphylococcus aureus * 164 9.1 31 13.5 4 6.9 129 8.5
Enterococcus faecalis 42 2.3 11 4.8 3 5.2 28 1.8
Enterococcus faecium * 15 0.8 4 3.1 1 1.7 7 0.5
Gram Negative 1,405 77.8 173 75.5 48 82.8 1,184 7.9
Escherichia coli 468 25.9 35 15.3 22 37.9 411 27.1
Klebsiella pneumoniae * 202 11.2 32 14.0 9 15.5 161 10.6
Acinetobacter baumannii * 50 2.8 27 11.8 1 1.7 22 1.4
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