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Outbreak Investigation of Novel Coronavirus 2019 Cluster caused by SARS-CoV-2 Delta Variant

among Hill Tribes in Northern Thailand, Song District, Phrae Province

ABSTRACT

Joint Investigation Team (JIT) of Song Hospital was notified by Situation Awareness Team
(SAT) that there was a Novel Coronavirus 2019 (COVID-19) cluster occurred among hill tribes in
Mae Ram village on December 25, 2021. Objectives were to investigate and confirm the diagnosis,
verify the outbreak, describe the epidemiology, and control the disease. A retrospective cohort
study was conducted to describe epidemiological pattern of the cluster. COVID-19 case was
defined as a person who was found SARS-CoV-2 gene by RT-PCR from December 22, 2021 to
January 10, 2022. There were 51 patients who were eligible to the case definition. An attack rate
was 15.22%. Male to female ratio was 1.68: 1 and median age was 33 years. The epidemic curve
suggested a propagated source and an average incubation period was 4 days. The symptoms
were cough (43.14%), runny nose (31.37%), fever (25.49%), sore throat (11.76%), tachypnea
(3.92%), and headache (1.96%). The Ct of N gene and ORFlab gene in patients who had Real
Time Polymerase Chain Reaction (RT-PCR) detected and Antigen Test Kid (ATK) positive was
significantly lower than that of patients who had RT-PCR detected whereas ATK negative
(p-value=0.030 and 0.032, respectively). We confirmed the cluster of Novel Coronavirus 2019
(COVID-19) caused by SARS-CoV-2 delta variant among hill tribes. The factors that caused
potential transmission were staying in crowded space, non-vaccination, and different languages

and cultures.

Key words: Outbreak investication, Novel coronavirus 2019, Cluster
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