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NVING 5,766 AU Hpyamawaaay 5,729 au iy
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1 ‘ﬂ' = = v = lﬁgl 1

FnangdlanSeudisunumsaadielungy elderly
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#9371 ANNFNRUSIaIMsAade NoV Tukthalsngansssnduunmuinauasnguey

Norovirus detection

Factors Age rango Number 0dds ratio
(year) Positive (%) p-value*
(95% CI)
Sex Female 2,918(50.93%) 172 (5.89) 0.081 1.26 (0.97,1.62)
(5,729) Male 2,811(49.07%) 141 (5.02) 1(ref)
Age Newborn and Infant (< 1) 233(4.89%) 14 (6.01) 0.028 1.97 (1.08,3.59)
(4,760) Toddler (>1-3) 158(3.32%) 13 (8.23) 0.003 2.56 (1.37,4.79)
Preschooler (> 3-86) 166(3.49%) 16 (9.64) < 0.001 3.23 (1.81,5.77)
School-aged child (>6-12) 197(4.14%) 10 (5.08) 0.12 1.73 (0.87,3.45)
Adolescent (> 12-18) 151(3.17%) 4 (2.65) 0.689 0.81 (0.29,2.27)
Adult (> 18-60) 2,064(43.36%) 137 (6.64) < 0.001 2.04 (1.49,2.79)
Elderly (> 60) 1,791(37.63%) 59 (3.29) 1(ref)

YiELYi6: *p-value in sex factor: between male and female and p-value in age factor: between each age range

compared with elderly group
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ABSTRACT Norovirus (NoV) is an etiological agent responsible for gastroenteritis. This virus typically
causes acute diarrhea, which is characterized by watery stools and an onset time of approximately one
to three days. However, in certain cases, particularly among young children, elderly individuals, and those
with underlying medical conditions, it can result in severe symptoms. The objective of this study was to
ascertain the prevalence of NoV infection in patients with diarrhea at Ramathibodi Hospital from 2015
to 2022 and to examine the association between gender, age, and the duration of infection as potential
risk factors. The retrospective data were then subjected to analysis using both descriptive and inferential
statistics. A study of 5,766 patients analyzed the prevalence and genotype of norovirus infection using
real-time RT-PCR. The prevalence of the virus was 5.45%, with 18.15% of the infected cases belonging
to genogroup I, 67.52% belonging to genogroup II, 2.55% belonging to both genogroups, and 11.78%
lacking a specified genogroup. The highest prevalence of NoV was observed in 2016 (7.84% ), particularly in
November (8.33%). Infection manifested across all age demographics. Compared to individuals over 60 years

of age, the prevalence of norovirus infection was found to be significantly higher in children under the age

MsEsasiinenenadasmsunngd
U 68 atiun 2 Wy - Ty 2569




Retrospective Study of Norovirus Genogroup I and II at Ramathibodi Kingkan Rakmanee et al.

of six. The infection was particularly prevalent among newborns and infants (p = 0.028, OR = 1.97, 95% CI
=1.08-3.29), toddlers (p = 0.003, OR = 2.56, 95% CI = 1.37-4.79), and preschoolers (p < 0.001, OR = 3.23,
95% CI = 1.81-5.77). The infection was also observed in adults (adult, p < 0.001, OR = 2.04, 95% CI
= 1.49-2.79). However, gender was not identified as a risk factor. The findings of this study delineate the
epidemiology of norovirus infection and its strains causing diarrhea in the Bangkok area. The information

can be used to improve medical and public health preparedness for potential future norovirus outbreaks.

Keywords: Norovirus, Norovirus genogroup I, Norovirus genogroup II, Diarrhea, Ramathibodi Hospital
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