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Abstract

UPS: Proteolytic pathway as a perspective for anticancer

Supranee Kongkham

Division of Biochemistry, Department of Preclinical Science, Faculty of Medicine, Thammasat University

Ubiquitin-proteasome system (UPS) is a process for degradation of intracellular proteins by adding ubiquitin to the

target protein. The ubiquitinated protein is subsequently degraded by a group of enzymes called proteasome. This process

is important in the breakdown of proteins associated with cellular processes such as cell growth or apoptosis. This article

will discuss about discovery of the UPS, mechanism of the UPS and the importance of UPS in the control of cell cycle and

apoptosis, and also the mechanism of proteasome inhibitors to inhibit molecular targets involved in cancer cell growth. This

inhibition is one strategy used in the development of drugs or identification of natural substances to be used as a drug for

the prevention and treatment of cancers.

Key words: UPS, Ubiquitin-proteasome system, Apoptosis, Proteasome inhibitors




