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Abstract

Emerging infectious diseases and re-emerging diseases are defined as new diseases occurred in normal population, or
known diseases with dramatically increase in incident rate. Since 1940, there are numerous occurrences of EIDs; most are
caused by viruses and most are zoonotic diseases, such as, Ebola diseases, HIV infection, SARS and MERS. Many of the
viruses causing these diseases are previously believed to be originating from different kinds of animals. But further studies
showed that those viruses actually came from different species of bats. These discoveries essentially transformed bats into
one of the most interesting subject of research regarding their unique abilities to carry and transmit diseases, as well as the
types of viruses they hold. Present and upcoming studies regarding bats and the diseases they carry should be collected to
form a global database, which would be used to further create preventive strategies, surveillance programs, and rapid re-
sponses to potential EIDs in the future.
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wagyhvtnindunasaenld  (Nations, 2011) AvdNTLSA VAL anUI Tuuasene
Faanndudaifiummanduanduiitaies gnueadudaineanusimglunmsnues vl
Ussmelusauie@ouazuerindonsuusemuieanfuons  visUssmedenlddeiviian

Yaf19A13 (bat guano) llesnndusmnalulasiauuasrleamlngs (Racey, 2015) u1aUssive

¥
(%

Ussgndldiniidnsamendeeguunawiondisn  waslvssleniouyudluwdnisminuuauas

Hasinasnenlddneie
lsafneaUn Induaza1ea

lsARnoaURlu  (emerging infectious disease) Aalsaagaiiiaintulvaily

Svao

Uszpnsiilunsenedulsafneiiduiiidnunneunaidnsgifinisaliiudueg1953ni59in

ok

Un@ (Morens et al,, 2004; Nations, 2011) austaeda.a. 1940 Wusuaniladinisalvedlsafia

q

Y

Wolmisnnnin 335 wila Jones et al, 2008) ai’m”lm@ﬂm%ah%’a WALUINNINSBAL 60 VBNlSA
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Respiratory Syndrome; MERS-CoV) ag ha5adluan (ebola)
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(Drexler et al,, 2012) hi¥adusniaud (Hepatitis C virus) (Quan et al., 2013) tla3a SARS-CoV
1h%a MERS-CoV h¥alsaidoanssdniauiiuny (Nipah Virus) lh¥adluan waz Marburg (Calisher,
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Tsinideldaisuas iinendelfaeuns (Hendra) Fadulifalu genus Henipavi-
rus, family Paramyxovirus Lﬁmmiszmm%LLiﬂiuﬂizmmaamiﬁmﬁa%ﬂ. 1994 (Murray
et al, 1995) Iniduandisadetinegslinguanng desndhdnuaneslutinonieatus
Urglagdlonsmessuudszamuazmadumela (Han et al, 2015) nelunan 5-6 Tundsann
fhiusnuansonis uenntudguatiuasiiininAGuiedeeimssuisinde Tl v
SedetinanUanuiniarseuumanurglaaumailunaisedn  (Moratelli and  Calisher,
2015) Tl 48 filfadenaswusnsthenedosas 75 uariuyudthy 7 TeuasnUSh

a va o

Uawsnefaeaz 50 (Murray et al, 1995) Tula.e. 2000 f3deAunudeliasiadeiuilly
RN R B (flying fox; Pteropus lylei) (Anderson and Marsh, 2015; Halpin et al., 2000; Han
et al, 2015; Young et al., 1996) wsoA1saanuxalil (genus Pteropus) aannsaevaiulsalag

nylATgdnaensiugnssnvethiaeuns  hlldnqufiidn  dududinarsifiaeain

Fanmuazthideluguyusluiian
Tsaguadniauiiun (Nipah)

Tsnauesdnauiiuy tnandeliFaliui (Nipah) 33eglu genus Henipavirus, Para-

myxovirus family WulAeaiy 1InensszuInaTasnAvsemana@ouazdenlusiuda.a. 1998
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TnenelmAnlsanadumelaluans wazneliinlsaliauesdnaulunywd (Han et al, 2015)
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Qﬁm‘“ga 265 518lulsenAName WU 105 S18daT30 (Anderson and Marsh, 2015) wagildn 11
solulszmadenlUSideTin (Moratelli and Calisher, 2015) 91nMssvUInASsivnlrdeafgm
ansunmi 1 & udufiengadanisssuin (Viohd Nor et al., 2000) TnsusnEuiuldzumsidade
Aawanniflesninennisuansndeldatesdniausin Japanese Encephalitis (Moratelli and Cal-
isher, 2015; Nations, 2011) wenaniigsfimsszuwlulszmadinanassuingde.a. 2001-
2011 Fawuifindie 196 19 SiFeTin 150 MevieRnudosar 77 lavamudniinuients
U'%Imﬁma'aL?ﬁywuaqﬁuﬁwmé’uLLasmié’uﬁaﬁwEam%a (Rahman and Chakraborty, 2012)
dosnnhiafuenideldlutisisnuuzuariasaisededohiaouni dningmanidas
FumiFelutszannsdann luftaedsdunudohfadusiludaanzvesiemusliliinge (Ptero-
pus hypomelanus) wagdnaanwilavry (Pteropus vampyrus) wagluasnaldifidnsaafuly

Uediu Bednwaignisiugnssunsaiudennulunywduazgns (AbuBakar et al., 2004; Ander-

son and Marsh, 2015; Chua et al., 2002; Drexler et al., 2012)
TsAanguaIn smaiumelalRe unauTULse (SARS-CoV)

lsangueIn smaiumeladsunauguns Lﬁmmiszmmﬂ%y’mﬁﬂﬁummamwﬁq
UszineRudlevatala.a. 2002 (Han et al, 2015; Moratelli and Calisher, 2015) wagldiuns
nszaeluvanefiui Tneluda.a. 2003 ﬁswmm;ﬁﬁmﬁammdw 8,000 578 Tu 32 Usewnd (Ge et
al,, 2015; Nations, 2011) @ n1suanalidnuaizadeein1svedlsalininlnguioinisguusand
wazilUdennsueauinuazdedinle (Hui et al, 2003) aedn1seundelan (World Health Or-
ganization; WHO) émﬁ’uﬁawﬁﬂ’amﬂwmaﬂszmﬂmmmLL&mL%aﬂ'aIiﬂlé’ﬁwL%ﬁ] Tnenwuide
5@ SARS-CoV ﬁ%’ﬂa';ﬂu genus Coronavirus 1‘14?!’13?‘1’611&5;\‘1%&@?8 (Drosten et al., 2003; Han
et al,, 2015; Hui et al,, 2003; Ksiazek et al., 2003; Moratelli and Calisher, 2015; Nations,
2011; Peiris et al., 2003) Tudifenmusinsdunudeludiiunde (masked palm civets; Pagu-
ma larvata) LLasqﬁmLLiﬂ@u (Nyctereutes procyonoides) (Guan et al., 2003; Liu, 2003) il
Aomuid  nsteredaitdleviduewnslulsameduneliAansuuiioudelsaandad
vangviauaziinnsindeduuudlneiudnifnalsdanan (Han et al, 2015; Moratelli and
Calisher, 2015: Nations, 2011) siearluda.a. 2005 Yninenmanidunuidelhavdaiotuilu
A19AN3L4N3) (horseshoe bat; genus Rhinolophus) luuseinaiu nn1sAnwanwaglasaing
uardnuaseiusnssuveshiafinuludeameisesBeanuindaulndifestuiinudens
Isﬂiuwwémﬂﬂﬂ%‘dnyaﬁwﬂué’mi‘aﬁmﬁu (Ge et al,, 2013; Lau et al,, 2005; Li et al., 2005; Ren
et al, 2008) vhlsaguléd dsenusngduuasarandeli¥a SARS-Cov lusssumilufian
msfunuidelita SARS-Cov Tudsamdurilsialansusuasianuaulasuirsanilugiue

wiasaranvaade hsaunvianar INNLmUA L RuOwNaAnwIeRLusall (Calisher, 2015)
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IsanguainIsmanumiglansiueannane (MERS-CoV)

Tsanguenmamadumelany fusennans  iRansszuinadausnlulssmasgiensude
ilod a.a. 2012 Inegtheruusnionnsadedeauiuguisuas mendadeinmessuunaiu
meladumauaznnrlane (Han et al, 2016) mausniferniaumedithenuidelada genus
Coronavirus #71 MERS-CoV (Zaki et al,, 2012) ndsniununsszuialuiiuiing fusennang
warlulssmasy muTeuvetesrnisousielan ﬁr;;iam%a 1,368 edilasunstudusiona

N v

mMevesUuRnis SgideTiInndn 487 s18 Tu 26 Useine (Zaki et al., 2012) W INTinTY
Welh¥a SARS-Cov Tudenm Fafimsifeifiedumidie MERS-Cov Tufsammusudasanidu
Tfanguiieniiu ﬁfﬁwmmam‘wuﬁa’iuﬁwmﬂﬂqa (egyptian tomb bats; Taphozous perfo-
ratus) luuseinagigfenszily (Han et al., 2016; Memish et al., 2013; Zaki et al., 2012) ws
Snvmsmsunsitosnguyessslidnuudemnlimuhiifndeinsdudadeanlnenss e
ndsfiniswuidie MERS-Cov Tugglvuniiien (Ge et al,, 2015; Haagmans et al; Han et al., 2015;
Memish et al., 2013; Raj et al,, 2014; Reusken et al. 2013) Usgnaufiuusyinduiagguesin
dovanuau vilsasulfnggmihdidusnansunsidelasaunguyus (Viohd et al., 2016; Re-

usken et al.. 2013)
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Wi wuh aansansanuelifadumiluianudlinig Tumemweuldvesssmelng (Wa-
charapluesadee et al, 2016) waglufanmuwilaing waziaamuility Tudmingsugisnd
e adlnludminvays seeed av@ians) Us3ugs eysenuardmindaius wasfennmihdng
aamiaY (Hipposideros larvatus) Tudarinways a3nugss1iwasdmingvys (Thanapongtharm et
al,, 2015; Wacharapluesadee et al., 2005) uaﬂmﬂﬁﬁawm%a Group B Betacoronavirus Tuasam
wthénsanumay findiuse fmripasdans (Wacharapluesadee et al, 2015) dudailoglundy
Wiy SARS-CoV uanuia Group C Betacoronavirus Tuyadaemiinuluademsiu dmia
51%Y5 (Wacharapluesadee et al, 2013) %ﬂLﬂuﬁagﬂiawﬁmaq Tadarida plicata %QL%aﬁag”Luﬂqiu
Wenudiohia MERS-Cov lutinmumtomsuiimihunaeasidowhnedmiuyadeanlug
dierhane (Wacharapluesadee et al, 2013) shlsimunguiiimudssgdunsiuiaasoososlu

@ [

Susvdatuyadunnilasnss wilussmdlnessdilifisenuresdoliatelsalufenundly
gonfiony Adauiuanmsiizdessassdliiiamnudssanaldgunsaiilosiumsduidlinzan Ts
1¥un Horau gafle uasnthnintlesiudiuazeesiiléunmsgiu (NOSH-NOS v P2) uagmnidululy
msligavihmnudeliiunineTuavyadsiueine (powered air-purifying respirator) Al#sunsein
Aosthadunanddioumnads (Na-tions, 2011) uenandssmsfnuidofiufuiefuaeiug
Framlusiasiiud ussriiadelhiafitsamimaniuduwmdiisn wasisnisunsnszaevedsan

g enamsmsguakazesiuliliiinlsafnweg Uilvilludsemelnesoly
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uyed &l uagsyuulinmi (Rabozz et al., 2012; Zinsstag et al., 2005) Ingseuvansisagulunn
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seaudzeliaudAyiunsihseTalinisalvedlsafinelvduas nsitadelsaliviuviaed
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a v o ¢

tnhenufiguaieddudnivinsagdesiivnuiudeyanetiudnvugiwstinuasduau

o eal

Usznnsvesdninduuasazaulsavsedinalsunsie menufiguaineliudsuindeunis
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